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This book introduces the reader to modern computational and statistical tools for
translational epigenomics research. Over the last decade, epigenomics has
emerged as a key area of molecular biology, epidemiology and genome
medicine. Epigenomics not only offers us a deeper understanding of fundamental
cellular biology, but also provides us with the basis for an improved
understanding and management of complex diseases. From novel biomarkers for
risk prediction, early detection, diagnosis and prognosis of common diseases, to
novel therapeutic strategies, epigenomics is set to play a key role in the
personalized medicine of the future. In this book we introduce the reader to some
of the most important computational and statistical methods for analyzing
epigenomic data, with a special focus on DNA methylation. Topics include
normalization, correction for cellular heterogeneity, batch effects, clustering,
supervised analysis and integrative methods for systems epigenomics. This book
will be of interest to students and researchers in bioinformatics, biostatistics,
biologists and clinicians alike.

Dr. Andrew E. Teschendorff is Head of the Computational Systems Genomics
Lab at the CAS-MPG Partner Institute for Computational Biology, Shanghai,
China, as well as an Honorary Research Fellow at the UCL Cancer Institute,
University College London, UK.
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This book introduces the reader to modern computational and statistical tools for translational epigenomics
research. Over the last decade, epigenomics has emerged as a key area of molecular biology, epidemiology
and genome medicine. Epigenomics not only offers us a deeper understanding of fundamental cellular
biology, but also provides us with the basis for an improved understanding and management of complex
diseases. From novel biomarkers for risk prediction, early detection, diagnosis and prognosis of common
diseases, to novel therapeutic strategies, epigenomics is set to play a key role in the personalized medicine of
the future. In this book we introduce the reader to some of the most important computational and statistical
methods for analyzing epigenomic data, with a special focus on DNA methylation. Topics include
normalization, correction for cellular heterogeneity, batch effects, clustering, supervised analysis and
integrative methods for systems epigenomics. This book will be of interest to students and researchers in
bioinformatics, biostatistics, biologists and clinicians alike.

Dr. Andrew E. Teschendorff is Head of the Computational Systems Genomics Lab at the CAS-MPG Partner
Institute for Computational Biology, Shanghai, China, as well as an Honorary Research Fellow at the UCL
Cancer Institute, University College London, UK.
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Editorial Review

Review

“This volume in the Translational Bioinformatics series introduces modern computational and statistical
tools for translational epigenomic research with a special focus on DNA methylation. … This is a valuable
resource for students, clinicians, and researchers who wish to understand the basics of modern computational
and statistical tools for translational epigenomics research. The analytical, storage-related, and interpretive
methods discussed in this book hold great promise in helping improve prediction, early diagnosis, severity
monitoring, therapeutic effect, and prognosis of human diseases.” (Pooja Sethi, Doody’s Book Reviews,
July, 2015)

From the Back Cover

This book introduces the reader to modern computational and statistical tools for translational epigenomics
research. Over the last decade, epigenomics has emerged as a key area of molecular biology, epidemiology
and genome medicine. Epigenomics not only offers us a deeper understanding of fundamental cellular
biology, but also provides us with the basis for an improved understanding and management of complex
diseases. From novel biomarkers for risk prediction, early detection, diagnosis and prognosis of common
diseases, to novel therapeutic strategies, epigenomics is set to play a key role in the personalized medicine of
the future. In this book we introduce the reader to some of the most important computational and statistical
methods for analyzing epigenomic data, with a special focus on DNA methylation. Topics include
normalization, correction for cellular heterogeneity, batch effects, clustering, supervised analysis and
integrative methods for systems epigenomics. This book will be of interest to students and researchers in
bioinformatics, biostatistics, biologists and clinicians alike.

Dr. Andrew E. Teschendorff is Head of the Computational Systems Genomics Lab at the CAS-MPG Partner
Institute for Computational Biology, Shanghai, China, as well as an Honorary Research Fellow at the UCL
Cancer Institute, University College London, UK.

Users Review

From reader reviews:

Ashley Davis:

Nowadays reading books be a little more than want or need but also work as a life style. This reading routine
give you lot of advantages. The benefits you got of course the knowledge even the information inside the
book in which improve your knowledge and information. The info you get based on what kind of e-book you
read, if you want attract knowledge just go with education books but if you want truly feel happy read one
along with theme for entertaining including comic or novel. Typically the Computational and Statistical
Epigenomics (Translational Bioinformatics) is kind of guide which is giving the reader erratic experience.



Thomas Hawkins:

The book with title Computational and Statistical Epigenomics (Translational Bioinformatics) has a lot of
information that you can learn it. You can get a lot of advantage after read this book. This kind of book exist
new know-how the information that exist in this publication represented the condition of the world today.
That is important to yo7u to understand how the improvement of the world. That book will bring you with
new era of the glowbal growth. You can read the e-book on your own smart phone, so you can read that
anywhere you want.

Richard Broderick:

A lot of people always spent their free time to vacation or even go to the outside with them family or their
friend. Do you know? Many a lot of people spent they free time just watching TV, or maybe playing video
games all day long. If you want to try to find a new activity here is look different you can read a new book. It
is really fun for yourself. If you enjoy the book that you just read you can spent the entire day to reading a
reserve. The book Computational and Statistical Epigenomics (Translational Bioinformatics) it is rather good
to read. There are a lot of people that recommended this book. These folks were enjoying reading this book.
In case you did not have enough space to create this book you can buy the actual e-book. You can m0ore
quickly to read this book out of your smart phone. The price is not too expensive but this book has high
quality.

Wanda Davis:

That publication can make you to feel relax. This kind of book Computational and Statistical Epigenomics
(Translational Bioinformatics) was multi-colored and of course has pictures around. As we know that book
Computational and Statistical Epigenomics (Translational Bioinformatics) has many kinds or type. Start
from kids until teenagers. For example Naruto or Investigator Conan you can read and feel that you are the
character on there. Therefore , not at all of book are make you bored, any it offers you feel happy, fun and
relax. Try to choose the best book for you and try to like reading this.
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